SEQUENCE LISTING 



<110> Lee Harland 



<120> Novel Polypeptide 



<130> PCS 103 61 ADAM 

<150> 9923888.3 
<151> 1999-10-08 



<160> 6 



<170> FastSEQ for Windows Version 4.0 



<210> 1 
<211> 729 
<212> DNA 

<213> Homo sapiens 



<400> 1 

atggaaaaac 

aaacacctga 

ttcttcctcc 

gtcctggtgt 

ctcttcagcc 

tatgagatgt 

gccctctttg 

cgctacgtgg 

ctcaggatcc 

atccatggca 

tgtacggtca 

ttctacctcc 

agtatctag 



ttcagaatgc 
acagcaccga 
ccgtgtctgt 
gcctggtgat 
tggcggtctc 
ggcgcaacta 
agaccgtgtg 
ccatcctaca 
tcggcatcgt 
tcaagttcca 
tcaagcccat 
tccccatgac 



ttcctggatc 
ggagtatctg 
ggtgtatgtg 
tctgcagcac 
tgacctcctg 
ccctttcttg 
cttcgcctcc 
cccgttccgc 
ctggggcttc 
ctacttcccc 
gtggatctac 
tgtcatcagt 



taccagcaga 
gccttcctct 
ccaatttttg 
caggctatga 
gt cctgctcc 
tt cgggcccg 
atcctcagca 
gccaaactgc 
tccgtgctct 
aatgggtccc 
aatttcatca 
gt cctctact 



aactagaaga 
gcggacctcg 
tggtgggggt 
agacgcccac 
ttggaatgcc 
tgggctgcta 
tcaccaccgt 
agagcacccg 
tctccctgcc 
tggtcccagg 
tccaggtcac 
acctcatggc 



tccattccag 
gcgcagccac 
cattggcaat 
caactactac 
cctggaggtc 
cttcaagacg 
cagcgtggag 
gcgccgggcc 
caacaccagc 
ttcggccacc 
ctccttccta 
actcagagtg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

729 



<210> 2 
<211> 242 
<212> PRT 

<213> Homo sapiens 



<40.0> 2 

Met Glu Lys Leu Gin Asn Ala Ser Trp lie Tyr Gin Gin Lys Leu Glu 

15 10 15 

Asp Pro Phe Gin Lys His Leu Asn Ser Thr Glu Glu Tyr Leu Ala Phe 

20 25 30 

Leu Cys Gly Pro Arg Arg Ser His Phe Phe Leu Pro Val Ser Val Val 

35 40 45 

Tyr Val Pro lie Phe Val Val Gly Val lie Gly Asn Val Leu Val Cys 

50 55 60 

Leu Val lie Leu Gin His Gin Ala Met Lys Thr Pro Thr Asn Tyr Tyr 
65 70 75 80 

Leu Phe Ser Leu Ala Val Ser Asp Leu Leu Val Leu Leu Leu Gly Met 

85 90 95 

Pro Leu Glu Val Tyr Glu Met Trp Arg Asn Tyr Pro Phe Leu Phe Gly 
100 105 110 



EXPRESS MAIL NO. ELIO^I^ILeS U S 



Pro 


Val 


Gly 


Cys 


Tyr 


Phe 


Lys 


Thr 






115 










120 


Ala 


Ser 


He 


Leu 


Ser 


He 


Thr 


Thr 




130 










135 




lie 


Leu 


His 


Pro 


Phe 


Arg 


Ala 


Lys 


145 










150 






Leu 


Arg 


He 


Leu 


Gly 


He 


Val 


Trp 










165 








Pro 


Asn 


Thr 


Ser 


He 


His 


Gly 


He 








180 










Ser 


Leu 


Val' 


Pro 


Gly 


Ser 


Ala 


Thr 






195 










200 


lie 


Tyr 


Asn 


Phe 


He 


He 


Gin 


Val 




210 










215 




Pro 


Met 


Thr 


Val 


He 


Ser 


Val 


Leu 



225 230 
Ser He 




Ala Leu Phe Glu Thr Val Cys Phe 
125 

Val Ser Val Glu Arg Tyr Val Ala 
140 

Leu Gin Ser Thr Arg Arg Arg Ala 
155 160 
Gly Phe Ser Val Leu Phe Ser Leu 

170 175 
Lys Phe His Tyr Phe Pro Asn Gly 
185 190 
Cys Thr Val lie Lys Pro Met Trp 
205 

Thr Ser Phe Leu Phe Tyr Leu Leu 
220 

Tyr Tyr Leu Met Ala Leu Arg Val 
235 240 



<210> 3 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 3 

accatggcag ggatggaaaa actt 24 

<210> 4 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gctctgaaag aattcaggtt ttg 23 

<210> 5 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tccagaaaca cctgaacagc 20 

<210> 6 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 6 

gaggtagaat aggaaggagg 



20 



